All the additives were added to batch mixed cultures in vitro except BCM 2 that was added to continuous cultures. Cellulolytic bacterial species, methanogens and fungi were estimated by quantification of their rrs gene by relative quantitative PCR, except in the work of Wina et al. (2005) in which they were estimated by quantification of 16S RNA using dot blots, and in Guo et al. (2008) , in which methanogens were estimated by PCR quantification of the mcrA gene. Protozoa were quantified by cell counting or by rrs gene PCR quantification (only in Guo et al., 2008) . *, ** Indicate significant differences (P , 0.05 and P , 0.01, respectively) as reported in the original reference.
